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PERSONAL INFORMATION
Citizenship: Serbian

Date of Birth: January 27, 1972
Place of Birth: Belgrade, Yugoslavia

EDUCATION

2001 Ph.D., Faculty of Technology and Metallurgy, University of Belgrade, Serbia
Chemistry and chemical technology

1999 M.S., University of Belgrade, Serbia

Biomedical Engineering

1996 B.S., Faculty of Technology and Metallurgy, University of Belgrade, Serbia
Chemical Engineering

PROFESSIONAL EXPERIENCE

2013- Head, Centre for Multidisciplinary Research, Institute Vinca

2013- Principal Research Fellow, Institute of Nuclear Sciences Vinca

2013- Teacher, PhD studies, Faculty of Pharmacy, University of Belgrade (Chemical Biology)
2008-2013 Senior Research Associate, Institute of Nuclear Sciences Vinca

2011-2012 Teacher, Master studies, Faculty of Biology, University of Belgrade (Bioinformatics)
2003-2008 Research Associate, Institute of Nuclear Sciences Vinca

1997-2002 Research Assistant, Institute of Nuclear Sciences Vinca
1996-1997 Research Trainee, Experimental oncology 2, National Cancer Institute, CRO, Aviano,
Italy

PROJECTS & NETWORKS

2015-2018 “NGP-NET: Non-globular proteins - from sequence to structure, function and application
in molecular physiopathology” COST BM1405
Roles: MC MEMBER and VICE-CHAIR of the Working Group on Protein Repeats.

2013-2016 “GLISTEN: GPCR-Ligand Interactions, Structures, and Transmembrane Signalling:



a European Research Network” COST C1207
Role: MC MEMBER SUBSTITUTE

2011-2014 “Quantitative relationships between structure and activity and physicochemical
characterization of pharmacologically active substances” Ministry of Sciences Serbia
no.172033
Role: CO-INVESTIGATOR.

2011-2014 “Application of the eiip/ism bioinformatics platform in discovery of novel therapeutic
targets and potential therapeutic molecules” Ministry of Sciences R Serbia no. 173001
Role:COLLABORATOR.

2008-2012 “EUGESMA- The European Genomic and Epigenetic Study on MDS and AML”
COST BM0801
Roles: MC MEMBER and VICE-CHAIR of the Working Group on Novel Drugs.

2006-2010 “Identification and characterization of HIV-1 host factors” Ministry of Sciences Serbia
no. 143001
Role: COLLABORATOR.

2005-2010 “Array Technologies for BSL 3 and BSL 4 Pathogens” COST B28
Role:COLLABORATOR.

2004-2007 “TRIoH —Targeting Replication and Integration of HIV” EU FP6, Integrated
project,LSHB-CT-2003-503480
Role: COLLABORATOR.

SELECTED TALKS

“Long-range intermolecular interactions and important insights into biological processes”, From Solid
State to Biophysics 7, Cavtat, Croatia, June 2014 (invited talk)

“Unravelling Key Determinants of Protein Function by Fourier Transform Based Method for
Sequence Analysis”, Data Mining in Bioinformatics 2012, Belgrade, Serbia, June 2012 (invited
talk)

“Physical activity against HIV disease, breast and prostate cancer: insights from the vasoactive
intestinal peptide (VIP) based molecular mechanism” Physical Activity for Everyone 2010,
Belgrade, Serbia, December 2010 (invited talk)

Ph.D. STUDENTS Supervised

Branislava Gemovic,
Thesis defended in April 2015 at Faculty of Biology, University of Belgrade, Serbia

Ana Djordjevic-Vujicic, PharmD
Thesis defended in June 2013 at Faculty of Pharmacy, University of Belgrade, Serbia

Nada Vasiljevic, MD
Thesis defended in May 2011 at School of Medicine, University of Belgrade, Serbia

Neven Sumonja, B.S., PhD student, Faculty of Biology, University of Belgrade
Jelica Vucicevic, PharmD, PhD student, Faculty of Pharmacy, University of Belgrade

RESEARCH INTERESTS



The research interests of Dr Nevena Veljkovic focus on sequence analyses methods forrecognition of
protein sequence repeats/patterns. In her studies these approaches has beenapplied in the investigation of
protein domains and their associations with disease, classificationof human protein variants and
predictions of protein—protein interactions. She works on applyingbioinformatics in analysis of natural
autoantibodies, the biomarkers ubiquitously present inhuman sera, having important, although not fully
understood physiological function. Dr Veljkovic also studies in silico screening filters for drug-like
molecules.
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